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pstd
Five major groups of enteric bacteria,
Faecal coliform, E. coli, Shigella spp.,

Salmonella spp., Klebsiella spp., were isolated
and identification by using biological and
biochemical test for limitation pollution level
and distribution in water depths (surface 1 m,
mid (1-2 m), bottom 2-3 m).

The maximum population were reported
from surface water of 1m and mid water of 1-
2m. The over percentage occurrence of enteric
bacteria in water was maximum accounted for
Faecal coliform (Fc) (66.66%) and minimum
for bacteria Salmonella spp. (18.51%). The
study showed that location (A) highest
polluted with Faecal coliform Bacteria,
location (C) highest polluted with Shigella
spp. Bacteria and three locations highest
polluted with E. coli Bacteria.

Key words: Fecal pollution, caliform bacteria,
tigers and diala rivers.
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Abstract

Theree representative sampling stations
were selected, two stations locate in tigers
river (B),(C) and other in diala river (A) in
south Baghdad .

The water quality of the river is deteriorated
as the river low down effected by the
bacteriological and industrial pollutants, which
increased by the waste water discharged.



